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PROFESSIONAL SUMMARY

| am interested in how immunosuppression caused by unsuppressed HIV infection, aging, and
other reasons, affects the immune response to infections at both the level of the individual and
the population. Over the past three years, my concentration has been on Covid-19, particularly
in people with advanced HIV disease who do not clear SARS-CoV-2 until their HIV viremia is
effectively suppressed. My research has shown that in this group, SARS-CoV-2 persists for a
long time, evolves many of the same mutations seen in variants like Omicron, but is cleared
upon immune reconstitution. | believe this is one example of a broader pattern whereby
immune suppression and dysregulation leads to widespread consequences for infectious
diseases.

EXPERIENCE

Associate Professor and Principal Investigator/Faculty at the Africa Health Research
Institute and University of KwaZulu-Natal (12/2012 — present).

Max Planck Research Group Leader (seconded to Africa Health Research Institute), Max
Planck Institute for Infection Biology in Berlin, Germany (12/2012 — 7/2020).

Associate Member at the Centre for the AIDS Programme of Research in South Africa
(7/2020 — present).

The initial core support for my laboratory came from a position and associated funding with
the Max Planck Society. | was successfully awarded two competitive renewals of the Max
Planck Research Group Leader position, the maximum allowed. Funding from the position as
well as grants from the NIH, the Bill and Melinda Gates Foundation, Wellcome Trust and
others, allowed me to set up and run a research program combining mechanistic science and
cohort based human immunology studies at the Africa Health Research Institute (AHRI,
formerly K-RITH). | oversaw lab direction and re-directed funding to pivot to Covid-19 work.

MAJOR RECENT ACCOMPLISHMENTS
Covid-19 advances

« First laboratory globally to report on the escape of the Omicron variant from vaccine mediated
immunity and isolate live Omicron BA.1.

« First to isolate the live Beta variant and Omicron BA.2.86 subvariant and among the first to
report on the Beta and BA.2.86.

* First to report on SARS-CoV-2 evolution of immune escape from neutralizing antibodies in
an individual immunosuppressed because of advanced HIV disease, a possible mechanism
for how SARS-CoV-2 variants evolved.

HIV and TB advances

+ Showed the role of aggregation of Mycobacterium tuberculosis bacilli in defeating
macrophage defenses.

» Using novel methodology, showed that the HIV reservoir in the brain (as detected in the CSF)
in the face of ART may be in T cells.



Other contributions

» Advisor to the South African Government as part of the Technical Working Group on
Vaccines.

* Led a consortium of 36 investigators in KwaZulu-Natal, South Africa (the COMMIT-KZN
Team) to drive forward Covid-19 research in the province.

* Increased research visibility on international media by multiple interviews.
EDUCATION AND TRAINING

Postdoctoral Fellow, Laboratory of David Baltimore, Biology Division, The California Institute
of Technology, Los Angeles, CA (1/2007 — 12/2012).

Postdoctoral Fellow, Laboratory of Uri Alon, Department of Molecular Cell Biology, The
Weizmann Institute of Science, Rehovot, Israel (9/2006 — 1/2007).

Ph.D. in Systems Biology, Department of Molecular Cell Biology, The Weizmann Institute of
Science, Rehovot, Israel. Advisor: Uri Alon. Completed 9/20086.

M.Sc. in Cancer Biology, Department of Molecular Cell Biology, The Weizmann Institute of
Science, Rehovot, Israel. Advisor: Varda Rotter. Completed 6/2000.

B.Sc. in Zoology, University of Toronto, Toronto, Canada. Completed 6/1996.
MENTORING ACTIVITIES

* Primary supervisor for and successful graduation of 7 PhD students and 1 MSc student.
» Two of the PhD students were lead authors on Nature papers.

EDITORIAL AND OTHER EXPERIENCE

» Wellcome Trust Discovery Award Panel member (2023 — present).

* Reviewing Editor, eLife (2021 — present).

* Member, U.S.-SA Collaborative Biomedical Research Program study section ZRG1 AARR-
A52 (2019) and Special Emphasis Panel/Scientific Review Group 2020/05 HCAC (2020).

* Organized the First Max Planck Workshop on HIV Reservoirs and Evolution in St. Lucia,
South Africa (2019).

» Organized the First South African Workshop on SARS-CoV-2 Variants and Evolution in St.
Lucia, South Africa (2022).

* Ad hoc reviewer for NEJM, Science, Nature Communications, Elife, mBio, amfAR Krim
Fellowships, MBE, JID, PNAS, Wellcome Trust Henry Dale Fellowships, JAC, German Israeli
Foundation grants, Nature Medicine, PLoS Comp Biol., JTM, and others.

AWARDS and HONORS

« John F. Kennedy Prize of the Weizmann Institute of Science (2006).
» European Molecular Biology Organization Fellowship (2006).

* Human Frontier Science Program Fellowship (2007).

* Human Frontier Science Program Career Development Award (2013).
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